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Applied Computational Genomics

The volume provides a review of statistical development and application in the area of
human genomics, including candidate gene mapping, linkage analysis, population-based
genome-wide association, exon sequencing, and whole genome sequencing analysis.
The authors are extremely experienced in the field of statistical genomics and will give a
detailed introduction to the evolution of the field, as well as critical comments on the
advantages and disadvantages of the proposed statistical models. The future directions
of translational biology will also be described.

The volume provides a review of statistical development and application in the area of
human genomics, including candidate gene mapping, linkage analysis, population-based
genome-wide association, exon sequencing, and whole genome sequencing analysis.
The authors are extremely experienced in the field of statistical genomics and will give a
detailed introduction to the evolution of the field, as well as critical comments on the
advantages and disadvantages of the proposed statistical models. The future directions
of translational biology will also be described.

Translational Bioinformatics 13
Series Edhlor: Kiangdong Wang, MO, Phil Prof

Yin Yao Editor

Applied
Computational

Genomics

Second Edition

£ s
&) Springer

106,99 €
99,99 € (zzgl. MwSt.)

Lieferfrist: bis zu 10 Tage

ArtikeInummer: 9789811310706
Medium: Buch

ISBN: 978-981-13-1070-6

Verlag: Springer Nature Singapore
Erscheinungstermin: 22.09.2018
Sprache(n): Englisch

Auflage: 2. Auflage 2018

Serie: Translational Bioinformatics
Produktform: Gebunden
Gewicht: 442 g

Seiten: 150

Format (B x H): 160 x 241 mm

zss fachmedien.de

©9®®°® WISSEN. EINFACH. FINDEN.

Kundenservice Fachmedien Otto Schmidt

NeumannstrafRe 10, 40235 Duisseldorf | kundenservice@fachmedien.de | 0800 000-1637 (Inland)

19:17 Uhr

21.07.2024 |



mailto:kundenservice@fachmedien.de

